Abstract -The pyramidal recurrent selection system which is presented for breeding maize silage is designed to enhance variety development by preparing elite populations. From an early synthetic dent, two synthetics were developed: the 'base' synthetic with a low selection rate and the 'elite' synthetic with a high selection rate. Two cycles of recurrent selection with tester were achieved through this system, using multitrait selection with one-year evaluation of dry matter yield and dry matter content in three locations. The mean of 'elite' synthetic was 2.7 % better than 'base' synthetic for drymatter yield in the second cycle. Genetic variance of 'elite' synthetic appeared to be about 50 % of that of 'base' population for dry matter yield in cycle 2 and for dry matter content in both cycles. Genotype x environment interaction variance was the same for both types of populations. Thus, strong differences in genetic variances were associated to relatively small differences in means. 
Résumé -Premiers résultats d'un schéma de sélection pyramidal pour l'amélioration du maïs ensilage. Un developed by such a low intensity recurrent selection can be, on average, excessively inferior to elite material. Then, even if the variability in the breeding material is large, the probability of extracting genitors as good as the elite material will be low, and it will be necessary to invest heavily. To solve this problem, and to improve the preparation for varietal development, Gallais [5] proposed inserting a high selection rate population between the low selection rate population and variety development. Cramer and Kannenberg [3] . The aim of the Hope system is to increase genetic diversity and breeding potential by continually incorporating a wide range of new germplasms into breeding populations concurrently subjected to increasingly stringent recurrent selection, in order to prepare the development of useful inbreeds for hybrid production. The In this paper, we give the first results from a pyramidal recurrent scheme, applied to corn, which is aimed at the development of new hybrids, according to the principles laid down by Gallais [5] and Cramer and Kannenberg [3] . Two SMLFB-C1 and the top 5 % entries were intercrossed to develop the 'elite population' SMLFE-C1. The two levels of selection were maintained subsequently and at each cycle, multitrait selection indices were used to select: i) the 15 % best entries of the base population to be intercrossed to generate the next SMLFB cycle; and ii) the 5 % best entries of the base population to be intercrossed with the 5 % best entries of the elite population to produce the next cycle of SMLFE.
'Base' and 'elite' synthetics followed the same recurrent breeding scheme with a test-cross progeny evaluation with the single-cross tester (MBS847 x F271) representative of the American and Canadian dent groups which combine well with the synthetics. The [14] showed that testing for both whole-plant yield and grain yield appeared necessary to keep a minimum grain content in forage, an evaluation of grain yield was introduced at the base level from the first cycle. (table III) showed small and non-significant differences between the two populations, FB and FE, in a given cycle. For dry matter content, significant differences in heritabilities appeared between 'base' and 'elite' levels, partly because of better accuracy in the evaluation of the trait that implied smaller confidence intervals. Heritabilities were higher for DMC than for DMY. Heritability of DMC at Mons was signifiantly higher for the 'base' synthetic than for the 'elite' synthetic in the 1993 and 1996 trials. A higher value of heritability for the 'elite' level than for the 'base' level was observed once in 1996 at LePin. These values were comparable to those reported by Sampoux and Gallais [13] and Sampoux et al. [14] for dry matter yield as well as for dry matter content, for four populations with the same locations as ours during the period [1984] [1985] [1986] [1987] [1988] [1989] [1990] .
For both cycles and both traits, multisite heritabilities as well as the average of the three one-site heritabilities for 'base' population were equal or higher than those for the 'elite' population. This is consistent with the tendency to a decrease in genet- 
